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R BERET ALK EF PDGF-A mRNA EXKE, LK
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¥ .5’ GGAAGCACCGTACAGAGCAGGTCAGGA
ATA 3’ F ¢ 3’ CCCGGAGCACCGCGAGGAGGAGG
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W R IE L4 4 PDGF-A mRNA RXH B ¥ i (P<
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H® %4 PDGF-A mRNA %3%, 1% LPO.SOD, 31k R AL B 9 32 (F£s)
HooH PRA PDGF-A mRNA LPO(nmol/ml) SOD(U/gHb) Bk s
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