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1249.

Intestinal Flora and its Metabolite Trimethylamine Oxide in Correlation with Cardiac Function in Atheroscle—
rosis Model Mice

LYU Meijun JIA Lianqun LENG Xue WANG Ying DU Ying LI Ning WANG Qun CHEN Si CAO
Yuan

Key Laboratory of Ministry of Education in Theory and Application of Visceral Manifestations of Chinese Medicine Liaoning University
of Traditional Chinese Medicine Shenyang 110032

ABSTRACT Objective To explore the characteristics of the intestinal flora of atherosclerosis model mice the
content of the metabolite trimethylamine oxide ( TMAQ) the cardiac function level and the correlations among them.
Methods Ten ApoE ™'~ mice were fed with high-fat diet for 12 weeks to establish the atherosclerosis model and an—
other 10 C57BL/6/] mice were set as the normal group. The small animal ultrasonic detector was used to assess the
cardiac function including left ventricular ejection fraction ( LVEF) and left ventricular fractional shortening ( LVFS) ;
automatic biochemical analyzer was used to detect the content of serum total cholesterol ( TC) triglyceride ( TG)
high-density lipoprotein cholesterol ( HDL-C) and low-density lipoprotein cholesterol ( LDL-C) ; Oil Red O staining
was used to assess the lipid deposition of aorta; high-performance liquid chromatography-mass spectrometry ( LC/MS)
method was used to detect the plasma TMAO level, 16SrDNA high-throughput sequencing technology was used to ana—
lyze the characteristics of intestinal flora. The correlations among the dominant bacteria in the mice intestines the
TMAO level and the cardiac function in the model group were analyzed with Spearman correlation coefficient method.
Results Compared to the normal group the model group had significantly lower levels of LVEF and LVFS higher
levels of serum TG TC and LDL-C  and lower HDL-C level ( P <0.05) . In the model group the deposition of aorta
lipid was obvious; the plasma TMAO level was significantly increased ( P <0. 05) ; the abundance of Lachnospiraceae
_NK4A136_group Rosella Lachnoclostridium Enterobacter and Eubacterium in the intestinal flora were signifi-
cantly increased while the abundance of Prevotella was significantly reduced ( P <0.05 or P <0.01) . The results of
correlation analysis showed that the dominant bacteria genus Lachnoclostridium was positively correlated with the
TMAO level and the TMAO level was positively correlated with LVEF and LVFS ( P <0.05). Conclusion In
mice model of atherosclerosis the intestinal flora is disturbed and the metabolite TMAO increased suggesting that the
diversity of flora changes the plasma TMAO level and the cardiac function seem to be correlated.
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