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Analysis of Difference of Ileal Protein in Rats with Spleen—qi Deficiency Syndrome Based on Isobaric Tags for
Relative and Absolute Quantitation Technology
YANG Guanlin' SONG Nan' JIA Lianqun' WANG Deshan®> SHAN Dehong® ZHANG Zhe® MA Yixin'
ZHANG Ni'
(1. Provincial Key Laboratory for Chinese Medicine Zang Image Theory and Application Liaoning University of Traditional Chinese
Medicine Shenyang 110847; 2. Basic Medical School Liaoning University of Traditional Chinese Medicine; 3. Affiliated Hospital of
Liaoning University of Traditional Chinese Medicine)
ABSTRACT Objective To explore the molecular biological characteristics of spleen—qi deficiency syndrome.
Methods Twelve Sprague Dawley rats were randomized into a normal group and a spleen—qi deficiency group (n =6
in each) . Rats in the spleen—qi deficiency group were made spleen—qi deficiency models by improper diet and exhaus—
tive swimming. Ileal total protein was separated and extracted. The differential expression proteins and the expression
ratio in both groups were detected and analyzed with isobaric tags for relative and absolute quantitation ( iTRAQ)
method. The expressions of differential expression proteins such as small intestinal fatty acid binding protein ( I-
FABP) liver fatty acid binding protein ( L4'ABP) and Niemann-Pick type Cl Like 1 ( NPCILI) were verified by
Western blot method. Results iTRAQ technology analysis showed that there were difference in fatty digestion and
absorption related pathway proteins in rats between the two groups. Compared with those in the normal group I-
FABP microsomal triglyceride transfer protein ( MTTP) L-+FABP NPCI1L1 apolipoprotein B ( ApoB)  apolipopro—
tein A4 ( ApoA4) and monoacylglycerol acyl transferase ( Mogat 2) in the spleen—qi deficiency group were up-—
regulated ( fold change more than 1. 2) . It was verified by Western blot method that the change trend of differential
proteins [ *ABP L-4ABP and NPC1L1 was in accord with the result of proteome. Conclusion The expressions of
I4+ABP MTTP L-+ABP NPCILI ApoB ApoA4 and MGAT7 proteins in ileal tissue of rats with spleen—qi
deficiency syndrome are up—regulated.
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