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DNA Methylation Research Ideas under the Guidance of Chinese Medicine Yin-yang Theory

ZHOU Qingbing WU Ligi ZHANG Ying ZHANG Ping TONG Wenxin XU Fengqin

( Xiyuan Hospital China Academy of Chinese Medical Sciences Beijing 100091)

ABSTRACT In Chinese medicine theory Yin-yang disorder is the key to the occurrence and development of
diseases. Attaining “natural harmony of Yin—yang” by regulating Yin-yang is the goal of Chinese medicine treating
diseases. The authors think that part of the modern biological basis of Yin-yang disorder is uncontrolled DNA methyla—
tion ( including abnormal hypermethylation and hypomethylation) . From the aspect natural harmony of Yin<yang in
Chinese medicine regulating abnormal hypermethylation genes and abnormal hypomethylation genes of diseases to
normal condition is of great significance to treat diseases. The authors put forward that when making related researches
of disease abnormal genes methylation levels by Chinese medicine intervention not only should the demethylation
effect be emphasized but also the effect of promoting methylation should be considered which is the bidirectional
methylation regulation effect of Chinese medicine.
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Risk Prognosis Research under Chinese Medicine Disease-syndrome Combination Mode

YE Qianyun' HOU Zhengkun® LIU Fengbin®

(1. First Clinical Medicine School Guangzhou University of Chinese Medicine Guangzhou 510405; 2. First Affiliated Hospital of
Guangzhou University of Chinese Medicine)

ABSTRACT Risk prognosis research is of great significance for guiding clinic preventing and treating diseases.
The concept of “preventive treatment of disease” in Chinese medicine lays a foundation for the formation and develop—
ment of risk prognostic medicine. Based on this combined with modern medicine research result Chinese medicine
emphasizes integration of traditional and western medicine to form a modern system of disease-syndrome combination
risk prognosis. Based on the understanding of risk factors and prognostic factors in traditional medicine and the meth—
ods of studying risk prognosis the authors summarize the various development of risk prognosis in modern medicine.
By a comparison between ancient and modern risk prognosis studies in Chinese medicine the authors put forward the
study area of Chinese medicine risk prognosis which includes playing an important role in sub-health population
chronic diseases and critical diseases as well as constructing risk prognosis prediction model under the mode of
Chinese medicine disease-syndrome combination. The above research may provide the right time for Chinese medicine
“preventive treatment of disease” intervention and provide ideas for the integration of traditional and western medicine.
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