* 596 ¢ 2016 4 57 7  Journal of Traditional Chinese Medicine 2016 Vol.57 No.7
DOI: 10. 13288 /j. 112166 /r. 2016. 07. 015 °
(64
1 1 1 2 2 3 1
(1. 138 210023; 2. v 3.
)
387 392 .
~ ~ o o
( TGF—) 8 ( SNP) . TGF-« SNP
. SNP 1511466285 TC/TT
(P =0.122) (P <0.01) . SNP
15503314 GG . 153732253 TC/TT 15538118, 152166975 (P <0.05) SNP
15503314 GC/CC 1s538118 (P<0.05) .
TGF-a o
; , o ;
1
1.1
2008 7 2010 7
2-3 N N
387
o (TGF-o) 271 (61.21 +10.33) 116
(EGFR) - TGP« (55.15 +13.60) .
(EGF) 2000 7 2010 7 3
» 392 237
° TCF-o (50.24 + 13.59) 155
(51.23 +12. 66)
. TCFo (P >0.05) .
° 1.2
{
TGF—'OL 8 ( ) >>8 .
( SNP) L3

o

(81473593 81473458)

* :yyp6798100@ 126. com ( 025) 85811527

20 ~80



2016 4 57 7 Journal of Traditional Chinese Medicine 2016 Vol.57 No.7 * 507 -
1.4 (x’ =4.211 P =0.122)
. : (P<0.01) .
2.2 TGF-o SNP
o N TGF-o
1.5 SNP .
( »°
~ 2 ~
. . . 1 2
1.6 SNP .
3~5ml
3000 r/min 10 min (%) F
~-70%C . AXYGEN AxyPrep— . . 3
96 DNA ( SNP 15503314 GG
DNA - 20C o 10
( PCR-LDR) TGF-o 8 SNP

rs3771527. 1s503314. rs473698. 1s3732253.

rs538118. rs11466285. 1s11466306 1s2166975 (F=0.025 P=0.025): SNP rs3732253 TC/
° TT
1.7
Epidata 3.0
SPSS 16.0
2
F- ~ X (F=0.039 P=0.038), SNP 1s538118
. P<0.05 o AA
2
2.1 SNP . (F =0.010 P =
0.009) ; GA/AA
1. 2 SNP 1511466285 TC/TT
1 SNP (%)
NP (387 ) (392 ) 7 P
153771527 TT 168 (67.5) 41 (16.5) 40 (16.1) 199 (78.3) 49 (19.3) 6 (2.4) 28.413 <0. 001
TA/AA 2 (61.5) 24 (20.5) 21 (17.9 99 (77.3) 27 (21.1) 2 (1.6) 19. 681 <0.001
13503314 GG 107 (64.8) 29 (17.6) 29 (17.6) 138 (78.0) 35 (19.8) 4 (2.3) 23.032 <0.001
GC/CC 129 (66.8) 31 (16.1) 33 (17.1) 154 (78.2) 40 (20.3) 3(1.5) 28.311 <0.001
1473698 cc 122 (63.2) 34 (17.6) 37 (19.2) 147 (77.8) 37 (19.6) 5 (2.6) 26.792 <0. 001
GC/GG 127 (66.8) 32 (16.8) 31 (16.3) 153 (77.3) 42 (21.2) 3 (1.5) 26.671 <0.001
153732253 cC 114 (64.4) 30 (16.9) 33 (18.6) 147 (75.8) 43 (22.2) 4 (2.1) 28. 498 <0.001
TC/TT 136 (65.7) 36 (17.4) 35 (16.9) 155 (79.5) 36 (15.8) 4 (2.1) 25.546 <0.001
15538118 AA 123 (65.1) 32 (16.9) 34 (18.0) 148 (77.9) 37 (19.5) 5(2.6) 24.230 <0.001
GA/GG 105 (67.3) 27 (17.3) 24 (15.4) 124 (79.5) 31 (19.9) 1 (0.6) 23.012 <0.001
rs11466285 cc 189 (63.2) 54 (18.1) 56 (18.7) 247 (78.4) 63 (20.0) 5 (1.6) 50. 665 <0. 001
TC/TT 57 (73.1) 11 (14.1) 10 (12.8 53 (74.6) 15 (21.1) 3 (4.2) 4.211 0.122
rs11466306 GG 117 (67.6) 29 (16.8) 7 (15.6) 153 (75.4) 45 (22.2) 5 (2.5) 21. 125 <0. 001
AA/GA 132 (63.2) 37 (17.7) 40 (19.1) 146 (79.8) 34 (18.6) 3 (1.6) 31.081 <0. 001
152166975 GG 109 (63.7) 30 (17.5) 32 (18.7) 143 (76.5) 39 (20.9) 5(2.7) 24.798 <0.001
AA/AG 130 (65.7) 33 (16.7) 35 (17.7) 139 (77.7) 37 (20.7) 3(1.7) 26. 587 <0. 001
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4 SNP rs503314 GC/CC
2 SNP (%)
P (387 ) (392 y »
183771527 TT 98 (39.4) 111 (44.6) 40 (16.1) 178 (70.1) 70 (27.6) 6 (2.4) 57.562 <0. 001
TA/AA 51 (43.6) 45 (38.5) 21 (17.9) 94 (73.4) 32 (25.0) 2 (1.6) 30. 209 <0.001
15503314 GG 65 (39.4) 71 (43.0) 29 (17.6) 129 (72.9) 44 (24.9) 4 (2.3) 46.028 <0.001
Ge/ce 79 (40.9) 81 (42.0) 33 (17.1) 141 (71.6) 53 (26.9) 3 (1.5) 48.288 <0.001
15473698 cc 78 (40.4) 78 (40.4) 37 (19.2) 135 (71.4) 49 (25.9) 5 (2.6) 46.220 <0. 001
GC/GG 65 (40.6) 71 (44.4) 24 (15.0) 107 (69.5) 46 (29.9) 1 (0.6) 36. 656 <0.001
153732253 cc 9 (44.6) 65 (36.7) 33 (18.6) 147 (75.8) 43 (22.2) 4 (2.1) 46.991 <0.001
TC/TT 8 (37.7) 94 (45.4) 35 (16.9) 131 (67.2) 60 (30.8) 4 (2.1) 45.270 <0.001
1538118 AA 8 (41.3) 77 (40.7) 34 (18.0) 138 (72.6) 47 (24.7) 5 (2.6) 45.487 <0.001
GA/GG 7 (40.5) 80 (42.1) 33 (17.4) 139 (70.2) 56 (28.3) 3 (1.5) 46. 887 <0.001
1311466285 cC 120 (40.1) 123 (41.1) 56 (18.7) 223 (70.8) 87 (27.6) 5 (1.6) 79.378 <0. 001
TC/TT 4 (43.6) 34 (43.6) 10 (12.8) 52 (73.2) 16 (22.5) 3 (4.2) 13.718 0. 001
1511466306 GG 0 (46.2) 66 (38.2) 27 (15.6) 154 (75.9) 44 (21.7) 5 (2.5) 40.793 <0. 001
AA/GA 6 (36.4) 93 (44.5) 40 (19.1) 122 (66.7) 58 (31.7) 3 (1.6) 49. 128 <0.001
152166975 GG 4 (43.3) 65 (38.0) 32 (18.7) 139 (74.3) 43 (23.0) 5 (2.7) 43.391 <0.001
AA/AG 6 (38.4) 87 (43.9) 35 (17.7) 124 (69.3) 52 (29.1) 3 (1.7) 46. 441 <0. 001
3 TGF- SNP (%)

- (387 ) (392 ) - »
153771527 TT 1(3.2) -0.6( -3.5) -1.5( -8.5)  0.7(0.9) —1.1( -5.4) . 4(20.0) 0.198  0.165
TA/AA -3 9( -6. 0) 3.4(19.9) 0.3(1.7) -0. 3( -0.4)  0.7(3.4) -0 4( -20.0) L.115 0.473
15503314 GG - 6( .9)  0.5(2.9) 0 .4(0.5) -0.6( -2.9) 3(15.0) 0.025  0.025
Ge/ce 4(2. ) -1.0( -5.8) -o0. 5( -2.8) .6(0.8) -0.1( -0.5) -o0. 5( -25.0) 0.077  0.072
15473698 cc -2. 2( -3.4)  0.5(2.9) .6(9. 1) .2(0.3) -0.8( -3.9) . 6(30.0) 0.113  0.102
GC/GG .4(2.1) -0.3( -1.8) -L 3( 4) -0 3( -0.4)  0.8(3.9)  -o0. 5( -25.0) 0.094  0.086
153732253 cC -1 0( -1.5) -0.2( -1.2) .0(5. 7) -1 8( -2.3)  1.8(8.8) 0.1(5.0) 0.515  0.340
TC/TT .3(0.5) 0.3(1.8) -0. 7( .0) .9(2.4)  -4.6( -22. 5) 0.1(5.0) 0.039  0.038
15538118 AA -0. 3( -0.5) -0.2( -1.2) L 4(2. ) .3(0.4) -0.9( -4.4)  0.6(30.0) 0.010  0.009
GA/GG 9(2.9) 0.2(1.2) —2.2( -12.5) .9(2.4) -0.5( -=2.5) -1.4( -70.0) 0.043  0.042
511466285  CC -2. 2( -3.4)  1.0(5.8) 1.1(6.3) 8(1.0) -0. 4( -2. 0) —0.4( -20.0) 0.228  0.186
TC/TT (11 8) -3.0( -17.5) -4.8( -27.3) -3. 0( -3.9) .7(3.4) (110. 0) 0.102  0.092
511466306 GG .2(3.4) -0.3( -1.8) -2.0( -11.4) -2.2( -2.8) .8(8.9) .5(25.0) 0.286  0.222
AA/GA -2, 2( -3.4)  0.6(3.5) 1.5(8.5) 2.2(2.8) -1 8( -8.8) -0. 4( -20.0) 0.273  0.215
12166975 GG -1 7( -2.6)  0.4(2.3) 1.1(6.3) -1 1( -1.4) .5(2.5) .7(35.0) 0.049  0.047
AA/AG .3(0.5) -0.4( -2.3)  0.1(0.6) . 1(0.1) J3(1.5) -0 3( -15.0) 0.032  0.031
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4 TGF-« SNP (%)
NP (387 ) (392 ) 2 P
153771527 TT —1.4( -3.4)  3.0(7.2) -1.5( -8.5) -1 6( -2.2)  1.3(4.9) . 4(20.0) 0.501  0.334
TA/AA 2.8(6.9) -3.1( -7.5)  0.3(L7) .7(2.4) -1.3( -4.9) -0. 4( -20.0) 0.404  0.288
13503314 GG —1.4( =3.4)  1.4(3.4) 0 2(1.7) -1.4( -5.3) .3(15.0) 0.108  0.098
GC/cC 0.1(0.2) 0.4(1.0) -0.5( -2.8) -0. 1( -0.1)  0.6(2.3) -0. 5( -25.0) 0.018  0.018
15473698 cC -0.4( -1.0) -1.2( -2.9) 1.6(9.1) -0.3( -0.4) -0.4( -1.5) . 6(30.0) 0.129  0.115
GC/GG  -0.2( -0.5)  2.8(6.7) -2.6( -14.8) -2. 2( -3.1)  3.6(13.7) -1. 4( -70.0) 0.061  0.058
13732253 cC 3.8(9.3) -4.9( -11.8)  1.0(5. 7) J1(5. 7) —4.1( -15.6)  0.1(5.0) 0.869  0.465
TC/TT  -3.1( -7.6)  3.8(9.1) -0. 7( L0) -4 5( J3) 4.5(17.1) 0.1(5.0) 0.567  0.362
1538118 AA 0.5(1.2) -0.9( -2.2) L 4(2. ) L9( 1. 3) -1.6( =6.1)  0.6(30.0) 0.015  0.015
GA/GG  -0.3( -0.7)  0.5(1.2) -0. 2( -1.1) -L 5( -2.1)  2.0(7.7)  -0.5( -25.0) 0.006  0.006
1511466285  CC -0.7( -1.7) -0.5( -1.2) .1(6.3) -0. 9( -1.3)  1.3(4.9) -0.4( -20.0) 0.118  0.105
TC/TT 2.8(6.9) 2.0(4.8) —4.8( -27.3) J5(2.1)  -3.8( -14.4) 2. 2( 110.0)  0.080  0.074
1511466306 GG 5.4(13.2) -3.4( -8.2) -2.0( -11.4) .2(5.9) -4 6( -17.5) 5(25.0) 0.395  0.283
AA/GA  -4.4( -10.8)  2.9(7.0) 1.5(8.5) -5. 0( -7.0) .4(20.5)  -0. 4( -20.0) 0.269  0.212
152166975 GG 2.5(6.1) -3.6( -8.7) 1.1(6.3) .6(3.6)  -3. 3( -12.5)  0.7(35.0) 0.126  0.112
AA/AG  -2.4( -5.9)  2.3(5.5) 0.1(0.6) -2. 4( -3.3) .8(10.6)  -0. z( -15.0) 0.199  0.166
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Correlation between Changes of Coated Tongue and Transforming Growth Factor-o. Gene Single Nucleotide
Polymorphic Site Distribution in Patients with Primary Gastric Cancer

WANG Rui' ZHANG Junfeng' WU Juan' YANG Xuewen® WANG Ruiping” QIU Hong® ZHAN Zhen'
YANG Yaping'

(1. Basic Medical College Nanjing University of Chinese Medicine Nanjing Jiangsu 210023; 2. Jiangsu Province Hospital of
Traditional Chinese Medicine; 3. The 81 Hospital of the Chinese People’s Liberation Army)

ABSTRACT Objective To study molecular genetics mechanism of tongue coating formation in patients with primary
gastric cancer. Methods Regarded primary gastric cancer as basic disease. Based on 387 cases of primary gastric
cancer patients and 392 cases of normal control subjects the researchers recorded tongue coating colour and nature
including white yellow and others in color and thin thick and exfoliated in nature. The researchers used ligase
detection reaction to detect distribution of eight single nucleotide polymorphic ( SNP) site of transforming growth fac—
tor-o ( TGF-o) gene in peripheral venous blood to analyze correlation between coating colour and nature with SNP site
of TGF-o gene. Results There was no statistically difference in distribution of coating color between normal control
people and primary gastric cancer patients carried with only SNP rs11466285 TC/TT genotype ( P =0.122) but
there was statistically difference in distribution of coating colour and tongue nature between normal control people and
those patients with other various genotypes ( P <0.01) . SNP 15503314 GG genotype rs3732253 TC/TT genotype and
rs538118 1s2166975 significantly influenced changes of tongue coating color ( P <0.05) while SNP rs503314 GC/
CC genotype and 15538118 significantly influenced changes of tongue nature ( P <0.05) . Conclusion The forma—
tion of tongue coating of primary gastric cancer patients may be associated with polymorphism of TGF-o gene.

Keywords primary gastric cancer; tongue coating; transforming growth factor-o; single nucleotide; polymorphisms
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