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Effect of Berberine Hydrochloride Tablets on Serum Levels of Inflammatory Factors and Intestinal Bifidobac—
teria in Patients with Diabetes Mellitus Type 2
CHEN Lingling LU Wensong LIAO Shuiyu LI Dongping LI Yousheng
( People’s Hospital of Shenzhen City/The Second Clinical Medical College of Ji’'nan University Shenzhen. 518000)
ABSTRACT Objective To observe the effect of berberine hydrochloride tablets on serum levels of inflammatory
factors and intestinal bifidobacteria in patients with diabetes mellitus type 2. Methods Twenty patients with diabe—
tes mellitus type 2 ( the diabetic group) and 20 healthy volunteers ( the healthy group) were enrolled. The diabetic
group was given berberine hydrochloride tablets 0.3 g per time three times every day for 8 weeks. Levels of lipopo—
lysaccharide tumor necrosis factor-a ( TNF-)  fasting blood glucose ( FBG) glycosylated hemoglobin ( HbAlc)
triglyceride ( TG) total cholesterol ( TC) high-density lipoprotein cholesterol ( HDL-C)  and low density lipoprotein
cholesterol ( LDL-C) and the amount of total bifidobacteria in faeces in the healthy group and the diabetic group were
observed before and after treatment. Results Compared with the healthy group the amount of intestinal bifidobac—
teria in the diabetic group remarkably decreased before and after treatment while levels of lipopolysaccharide and
TNF-e remarkably increased ( P <0.01) . According to Spearman correlation analysis the amount of bifidobacteria
before treatment had negative correlations with the levels of lipopolysaccharide and TNF-o ( P <0.05) . Compared
with that before treatment the amount of intestinal bifidobacteria in the diabetic group remarkably increased after
treatment while levels of lipopolysaccharide TNF-o FBG HbAle TC TG LDL-C and HDL-C all remarkably
decreased (P <0.05 or P<0.01) . Conclusion Berberine hydrochloride tablets could decrease serum levels of
inflammatory factors and increase the amount of intestinal bifidobacteria in patients with diabetes mellitus type 2 and
could improve glucolipid metabolism disorder to some degree.
Keywords diabetes mellitus type 2; berberine hydrochloride tablets; intestinal flora; bifidobacteria; glucolipid
metabolism; inflammatory factors
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