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Table 1 Comparison of general information of patients of irritable bowel syndrome with diarrhea in each group and participants

in healthy group
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Figure 3  Plot of PCoA analyses of species at the species level
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Figure 4  Anosim analyses of species at the species level
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Figure 5 Plot of species LEfSe analyses at the species level
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Metagenomics of Fecal Gut Microbiota in Common Traditional Chinese Medicine Syndrome Types of Irritable
Bowel Syndrome with Diarrhea: A Cross-sectional Study

XIONG Qin, LI Yilin, YAO Chengjiao, LUO Lihong, XIE Fengjiao, YANG Chunrong, DONG Chaogiang,
FENG Peimin

Hospital of Chengdu University of Traditional Chinese Medicine, Chengdu, 610075

ABSTRACT Objective To investigate the structural and functional characteristics of gut microbiota in common
traditional Chinese medicine (TCM) syndromes of irritable bowel syndrome with diarrhea (IBS-D). Methods IBS-D
patients who visited the Hospital of Chengdu University of Traditional Chinese Medicine , and healthy participants
from the Physical Examination Centre of the same hospital were recruited from 1st January 2020 to 31st March 2021.
The IBS-D patients were classified into syndrome of liver constraint and spleen deficiency , and syndrome of spleen
deficiency and dampness exuberance; together with the recruited healthy participants, there were liver-constraint
group, dampness-exuberance group, and healthy group. General information, including age, gender and body mass
index (BMI), were collected, and Irritable Bowel Syndrome Symptom Severity Scale (IBS-SSS) as well as Irritable
Bowel Syndrome Quality of Life Scale (IBS-QOL) scores were additionally collected from IBS-D patients. Fresh fecal
samples were also collected and tested by macro-genome sequencing technology for abundance statistical display,
PCoA, Anosim, LEfSe bioinformatic analysis of the annotated gut microbiota structure and function. Results There
was no statistically significant difference in the general information of the participants in the three groups (P>0. 05);
the difference in the IBS-SSS and IBS-QOL scores between liver-constraint group and dampness-exuberance group were
not statistically significant (P>0. 05). The study included 28 cases each in liver-constraint group, dampness-exuber-
ance group, and healthy group. The number of specific genes to patients in liver-constraint group was 269 135,
with 216 156 in dampness-exuberance group and 249 759 in healthy group, accounting of total 1 784 036 in the
three groups. There were differences in the relative abundance distribution of the top ten species of gut microbiota
among the three groups, with smaller differences at the phylum, class and order levels, and larger differences at the
family, genus and species levels. There were differences in the relative abundance of structure and function of the gut
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microbiota among the three groups. Species PCoA and Anosim analyses at the species level showed significant differ-
ences in the composition of the microbiota among the three groups. Further LEfSe analyses showed that patients in
liver-constraint group were screened for 14 dominant strains, of which Clostridium sp. CAG 217, Lachnospira
pectinoschiza , Anaerotruncus sp. CAG 528, Paeniclostridium sordellii, FEubecterium sp. CAG 76, Bacillus cereus
were affected to a greater extent in abundance differences; dampness-exuberance group screened 24 species of domi-
nant bacteria, of which Roseburia inulinivorans, Eubacterium sp. CAG 251, Roseburia hominis, Unclassified Eubac-
tertum rectale, Roseburia intestinalis, and Megamonas funiformis were affected to a greater extent in abundance differ-
ences; no dominant functional genes were screened for patients in liver-constraint group, and dampness-exuberance
group was screened for flagellum assembly (ko02040) , porphyrin metabolism ( ko0O0860) , salmonella infection
(ko05132), and benzoic acid degradation (ko00362). The differentially dominant functional genes in liver-constraint
group and dampness-exuberance group may mainly focus on metabolism (including biodegradation and metabolism of
exogenous substances, energy metabolism, lipid metabolism, etc. ). Conclusion IBS-D with syndrome of liver con-
straint and spleen deficiency is characterized by the enrichment of 14 gut microbiota, such as Clostridium sp. CAG
217, while IBS-D with syndrome of spleen deficiency and dampness exuberance is characterized by the enrichment of
24 gut microbiota, such as Roseburia inulinivorans, and 4 functional enrichments, such as flagellum assembly.
Clostridium sp. CAG 217 and Roseburia inulinivorans are expected to be biomarkers for IBS-D patients in the two
syndromes, respectively.

Keywords irritable bowel syndrome with diarrhea; liver constraint and spleen deficiency ; spleen deficiency and damp-

ness exuberance; Metagenome; gut microbiota
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Yiqi Huoxue Formula (35’<i%1f.77) for Intrauterine Adhesion with Syndrome of Qi Deficiency and Blood
Stasis: A Randomized Controlled Trial

QIN Yuling, SUI Juan, ZHOU Lin, Bl Hong, CHEN Ruixue

Guang’anmen Hospital, China Academy of Chinese Medical Sciences, 100053

ABSTRACT Objective To observe the effectivenss and safety of Yigi Huoxue Formula (%5’<3% 1 J7 ) combined
with surgery and sequential therapy of estrogen and progesterone for the treatment of intrauterine adhesion (IUA) with
syndrome of ¢i deficiency and blood stasis. Methods Sixty-four patients with IUA were recruited in Guang’anmen
Hospital, China Academy of Chinese Medical Sciences during 1st June 2021 to 31st December 2022, and they were
randomly divided into two groups, with 32 patients in each group, all receiving transcervical resection of adhesions
(TCRA). The control group was treated with sequential therapy of estrogen and progesterone after surgery, taking 1
tablet orally daily, estradiol tablets for the first 14 days, and estradiol dydrogesterone tablets for the last 14 days. In
the treatment group, the postoperative treatment was combined with Yigi Huoxue Formula on the basis of the treatment
in the control group, and 1 dose was taken daily. The treatment course of both groups was 3 months. We observed the
clinical effectiveness, syndrome scores of traditional Chinese Medicine (TCM), endometrial thickness, uterine adhe-
sion score, menstrual flow points, and the re-adhesion rate and pregnancy rate 3 months after the end of treatment of
the two groups, and conducted evaluation on safety. Results The total clinical effective rates of the treatment group
and the control group were 90.63% and 75.00%, respectively, significantly better in the treatment group (P<<
0.05). The endometrial thickness and menstrual flow of patients in both groups increased after treatment, and the
scores of uterine adhesion and TCM syndrome scores decreased significantly (P<<0.05 or P<<0.01). After treat-
ment, the uterine adhesion score and TCM syndrome scores of the treatment group decreased significantly compared
with the control group (P<<0.05). The 6-month postoperative pregnancy rate in the treatment group was 37. 50%,
higher than the 12. 50% in the control group (P<<0.05). The re-adhesion rate was 3. 13% in the treatment group and
9. 38% in the control group, and the difference between groups was not statistically significant (P>0. 05). No adverse
events occurred in both groups. Conclusion Yigi Huoxue Formula combined with surgery and sequential therapy of
estrogen and progesterone for treating [IUA patients with syndrome of gi deficiency and blood stasis can promote endo-
metrial recovery, increase menstrual flow, improve patients’ clinical symptoms, and improve pregnancy rate, showing
certain clinical effectiveness and safety.

Keywords intrauterine adhesion ; transcervical resection of adhesions ; Yigi Huoxue Formula (3 3% 1L 75 ) ;

estrogen; progesterone; pregnancy rate; endometrium
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